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Allele frequency distributions of three STR-loci in a population
from Northern Germany

C. Augustin, M. Sanchez-Hanke and K. Puschel
Institute of Legal Medicine, 22529 Hamburg, Germany

Systems and loci: HUMVWA (12p12-12pter)
HUMFES/FPS (15q25-25qter)
HUMF13B (1931-g32.1)

Population and sample size: Northern Germany,
N = 307 (VWA), 387 (FES), 289 (F13B)

Methods: Primers: HUMVWA (Kimpton et al. 1992)
HUMFES/FPS (Polymeropoulos et al. 1991)
HUMF13B (Nishimura and Murray 1992)

PCR amplification conditions: Méller et al. 1994

Electrophoretic methods: non denaturing polyacrylamide gel
electrophoresis (6% T, 1.5% C (HUMFES/FPS) or 6% T, 4.5% C
(HUMVWA and HUMF13B), 0.5 mm), 60 mM formate (pH 9.0), 20 cm
separation distance, running conditions: 600 V, 25 mA, 10 W until the
bromophenolblue front reaches the anode, visualzation by silver
staining according to Budowle et al. 1991.

Allele designation: according to the repeat number. Alleles 10a and
11a of HUMFES/FPS are designated according to Moller et al. 1994.

Results:

Observed genotypes of HUMVWA

Gen. Obs. Gen. Obs. Gen. Obs. Gen. Obs.

14/14 7 15/16 9 16/19 9 18/19 17
14/15 6 15/17 26 16/20 2 18/20

14/16 8 15/18 16 1717 31 19/19

14117 10 15/19 5 17/18 32 19/20 3
14/18 14 16/16 11 17/19 12

14/19 5 16/17 33 17/20 1

14/20 1 16/18 31 18/18 13
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Allele frequencies of HUMVWA

Allele Frequency Allele Frequency Allele Frequency
13 - 16 0.186 19 0.093
14 0.094 17 0.287 20 0.015
15 0.101 18 0.225 21 -
P-value (exact test): 0.063 +/- 0.007
Observed Heterozygosity: 0.788
Allelic diversity: 0.806 +/- 0.044
Discrimination power: 0.93
Mean exclusion chance: 0.62

Exact-test: Guo and Thompson 1992, Allelic diversity: Nei 1978, Discrimination
power: Jones 1972, Mean exclusion chance: Krlger et al. 1968

Genotype frequencies of HUMFES/FPS

Gen. Obs. Gen. Obs. Gen. Obs. Gen. Obs.
8/10a 2 10a/10a 4 10/10 2 11a/12 7
8/10 1 10a/10 62 10/11a 1 11/11 68
8/11a 1 10a/11a 38 10/11 27 1112 74
8/11 10 10a/11 4 10/12 10 11/13 13
8/12 4 10a/12 2 10/13 2 12/12 17
9/12 1 10a/13 1 11a/11 9 12/13 5
Allele frequencies of HUMFES/FPS
Allele Frequency Allele Frequency Allele Frequency
8 0.023 10 0.066 12 0.224
9 0.001 11a 0.028 13 0.031
10a 0.199 11 0.428 -
P-value (Exact test): 0.951 +/- 0.0059
Observed Heterozygosity: 0.726
Allelic diversity: 0.722 +/- 0.045
Discrimination power: 0.88
Mean exclusion chance: 0.49
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Genotype frequencies of HUMF13B

Gen. Obs. Gen. Obs. Gen. Obs. Gen. Obs.

6/6 2 7/8 2 8/9 26 9/10 54
6/8 15 719 1 8/10 54 9/12 1
6/9 11 7110 4 8/11 1 10/10 50
6/10 28 8/8 19 9/9 20 10/11 1

Allele frequencies of HUMF13B

Allele Frequency Allele Frequency Allele Frequency
6 0.100 9 0.230 12 0.002
7 0.012 10 0.417
8 0.235 11 0.004
P-value (Exact test): 0.872 +/- 0.009
Observed Heterozygosity: 0.685
Allelic diversity: 0.709 +/- 0.052
Discrimination power: 0.87
Mean exclusion chance: 0.46
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