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INTRODUCTION

Studies to determine allele frequency of single locus probes
have been carried out for some of the world’'s populations. We
have delayed the construction of our database of spanish
populations until solid electrophoretic and statistical
criteria were accepted. Once the EDNAP group approved a
laboratory protocol which has been widely accepted by European
laboratories, we have carried out this study, and therefore we
present the results for the probes YNH24 (HinfI, Haelll),
MS43a (HinfI), MS31 (Hinfl) and TBQ7 (Haelll).

METHODS

DNA was extracted from whole blood by & high salt method
(Cabrero et al) and digested with Hinfl or HaeIIl. The
resultant fragments were electrophoresed on agarose gels
(0.7%) at 58V, according to the EDNAP group protocol. After
electrophoresis, DNA was transferred via capillary to nylon
membranes, hybridized with 32P 1labeled probes, and exposed in
autor ‘adiography cassettes for 2-3 days.

Bands were measured independently by two operators using s
densitometer (Elscript400, Hirschmann), and the data generated
were translated to bp values using a computer program based on
the Elder and Southern method (1987).

RESULTS

Figures 1, 2 and 3 show frequency data for YNH24, MS43a
and MS31, respectively, using Hinfl as restriction enzyme, and
Figures 4 and 5 show frequency data for YNHZ24 and TBQ7, using
Haelll as restriction enzyme.

Accumulated frequency data was analyzed using the
"sliding window fit method"” proposed by Gill et al.(19890). For
all probes the sliding window was 2x the match guideline of
2.8 Rb%, i.e. 5.8 Kb%. Frequencies are calculated by summing
the positions of the raw data in 5.8 Kb% block with the mean
value moving 5 bp per interval.

Frequency tables have been generated based on these
criteria (details of these tables can be seen in Table 1 and
2). The statistical analysis of single locus probes and band
matching in our practical caseworks is carried out with the
"conservative” approach of Gill et al.(1981) wusing these
frequency tables.
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Table 1. Detail of a frequency table corresponding to probe
MS43a (Hinfl as restriction enzyme)

WINDOW FREQUENCY WINDOW FREQUENCY
CENTRE CENTRE
(bp) (bp)

8247.5 0.14184 9922.5 0.17021
8252.5 0.14184 9827.5 0.17021
8257.5 0.145389 9832.5 0.17376
8282.5 0.14539 99837.5 0.173786
8267.5 0.14539 89842.5 0.17021
8272.5 0.14184 9847.5 0.18085
8277.5 0.14184 8852.5 0.17730
8282.5 0.13830 8857.5 0.17730
8287.5 0.13475 9862.5 0.18085
8282.5 0.13475 8867.5 0.18085
8297.5 0.13475 8872.5 0.18440
8302.5 0.13121 8877.5 0.17730

Table 2. Detail of a frequency table corresponding to probe
YNH24 (Hinfl as restriction enzyme)

WINDOW FREQUENCY WINDOW FREQUENCY
CENTRE CENTRE
(bp) (bp)

2542.5 0.04850 2882.5 0.09408
2547.5 0.04850 2887.5 0.09801
2552.5 0.04850 2892.5 0.11388
2557.5 0.04850 2897.5 0.11388
25682.5 0.04950 2802.5 0.11386
2567.5 0.05941 2907.5 0.10891
2572.5 0.06931 2912.5 0.11881
2577.5 0.07426 2817.5 0.123786
2582.5 0.074286 2822.5 0.12376
2587.5 0.084186 2827.5 0.11881
2582.5 0.07921 2832.5 0.11881
2597.5 0.08416 2937.5 0.12871

Population data from different spanish populations seem
to have similar profiles and so, these frequency tables can be
used for practical casework. Nevertheless, since the sample
for some populations is too small, a data file was created in
our program for further examination of accumulated data.
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