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DNA: ACPl allele
ii} N iiiiii F iiiiii S iijiiiiii C iiiii
transcription
\ 7/
RNA: primary transcript

..........................

processing (splicing)

\ / \ /
f-mRNA (e.g. Bf-mRNA) s-mRNA (e.g. Bs-mRNA)
N F C N S C
translation H
\ / \ /
1 157 1 157
*******ffffff*************** *******ssssss***************
f isozyme, e.g. Bf s isozyme, e.g. Bs

Fig. 2. Hypothetical mechanism for the synthesis of acid
phgsphatase f and s isozyme. N, F, S, C = ACPl exons; i1 = ACP1
introns.

REFERENCES

Dissing J (1986) Red cell acid phosphatase: onlg two different
enzymes - the "slow'" and the "fast" enzyme - determine different
biochemical properties of the six common phenotypes. In:
Brinkmann B and Henningsen K (eds) Advances in Forensic
Haemogenetics, vol. 1. Springer, Berlin Heidelberg New York

. Tokyo, p 127 . : .
Dissing J_él987) Immunochemical Characterization of Human Red
.Cell Aci

Phosghatase Isozymes., Biochem Genet 25: 901-918
Dissing J, Sensabaugh GF (1987) Human red cell acid phosghatase:
evidence for differences in the primary structure of the two
éggzymes expressed by the ACP1*B allele. Biochem Genet 25: 919-

Dissing J, Svensmark O (Submitted for publication) Human red cell
acid phosphatase: Purification and properties of the A, B and C
isozymes.

FentonyﬂR Richardson KE (1971) Human erythrocyte acid,
ghospha ase: resolution and characterization of the 1sozxmes
2{om three homozygous phenotypes. Arch Biochem Biophys 122: 13-

Harris H (1980) The Erinci les of Human Biochemical Genetécs,
Elsevier/North-Holland, sterdam, New York Oxford, p 190

Hopkinson, D.A., Spencer, N. and Harris, H. (1964). Genetical
fgudiii ?g4human red cell acid phosphatase. Am. J. Hum. Genet




